expression patterns identified the higher similarity between the Eucalyptus replicate samples and the unrelated individual, compared to the unrelated poplar samples (Fig. B) . 
Fig. B
Gene expression values were more similar between tissues than between individuals sampled. Higher expression values were reported within the leaf samples compared to the xylem samples (a and c). As expected, FPKM values were more similar between tissues than between individuals, and the similarity of the biological replicated samples in the Eucalyptus samples can clearly be identified (d), compared to the larger differences between Populus samples (b).
